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Figure 1: Comparison of RNA, DNA and mixed Mixed energy
parameters for stacking. In 7 of 16 cases, the mixed parameters are
between the DNA and the RNA parameters, in 4 cases they are on the
DNA, in 5 cases outside both parameters.



82 82

80 80
S 78 S
g g
T 76 T 76
g‘ 74 H r(CCG) % 74 M r(CAG)
S B 1(CGG) 5 H r(CUG)
S 72 5 72
g g
2 70 S 70
68 68
17 39 53 30 49 74
r(CNG)n r(CNG)n
AGRya parameters (CCG)3 =-91 AGRNA parameters (CAG)3 = —7.6
AGpya parameters(OCG)S =—6.2 AGpNA parameters (CAG)3 = —5.0

AGpixed parametersT(CCG)?r =—65  AGpixed para.metersr(CAG)?’ =54
AGpixed parametersT(CGG)B =-73 AGpixed parametersT(CUG)3 = —-5.2

Figure 2: Mixed energy parameters can explain different R-loop for-
mation propensities of poly-trinucleotides. Proportion of hybridiza-
tion for different lengths of r(CCG) and r(CGG) (left), and r(CAG) and
r(CUQG) trinucleotide repeats. The bigger energy difference between the
reverse complements on the left hand side explains the difference in hy-
bridization, while the smaller difference on the right hand side explains the
statistically insignifcant difference in hybridization. Bar diagrams adapted
from [10].



