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Correlation between relative size and similariy of the duplicate exons. Although the correlation is visually
not particularly impressive rank order correlation test show that it is substantial (Spearman’s ρ ≈ 0.50,
Kendall’s τ ≈ 0.37) with p-values smaller than 10−100.

0.0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1.0
Length ratio of exons

55

60

65

70

75

80

85

90

95

100

S
im

ila
rit

y 
be

tw
ee

n 
ex

on
s

0.0−0.1 0.2−0.3 0.4−0.5 0.6−0.7 0.8−0.9

60
70

80
90

10
0

Ratio of lengths of similar exons

S
im

ila
rit

y 
be

tw
ee

n 
ex

on
s

scatter plot box plot

1


